Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.009 Å; R factor = 0.030; wR factor = 0.083; data-to-parameter ratio = 23.9.
In the title molecular salt, (C 11 H 10 N) [AuCl 4 ], the Au III atom adopts an almost regular square-planar coordination geometry and the dihedral angle between the aromatic rings of the 3-phenylpyridinium cation is 23.1 (3) . In the crystal, the ions interact by way of N-HÁ Á ÁCl and C-HÁ Á ÁCl hydrogen bonds. Hydrogen-bond geometry (Å , ). (Hasan et al., 1999) (Fazaeli et al., 2010) [Where EMI is 1-ethyl-3-methylimidazolium, BMI is 1-butyl-3-methylimidazolium, H 2 bipy is 2,2'-bipyridinium, DPpy.H is 2,6-diphenylpyridinium, H 2 DA18C6 is 1,10-diazonia-18-crown-6, dafonium is 9-oxo-4,5-diazafluoren-4-ium, dafone is 4,5-diazafluoren-9-one, pz(py) 2 .H is 2-(3-pyridin-2-ylpyrazin-2-yl)pyridinium, Ph 2 Phen.H is 2,9-dimethyl-4,7-diphenyl-1,10-phenanthrolin-1-ium and TBA is tribenzylammonium] have been synthesized and characterized by single-crystal X-ray diffraction methods. We report herein the synthesis and crystal structure of the title compound, (I).
Related literature
The molecule of the title compound, (I), (Fig. 1) In the crystal structure, intermolecular N-H···Cl and C-H···Cl hydrogen bonds (Table 2 ) link the molecules (Fig. 2) , in which they may be effective in the stabilization of the structure.
Experimental
A solution of 3-phenylpyridine (0.11 g, 0.09 ml, 0.74 mmol) in methanol (5 ml) was added to a solution of HAuCl 4 .3H 2 O, (0.29 g, 0.74 mmol) in acetonitrile (15 ml) and the resulting yellow solution was stirred for 30 min at 313 K. Then, it was left to evaporate slowly at room temperature. After five days, yellow blocks of (I) were isolated (yield 0.26 g; 71.0%).
Refinement
All H atoms were positioned geometrically, with C-H=0.93Å for aromatics H and constrained to ride on their parent atoms, with U iso (H)=1.2U eq .
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of (I). Displacement ellipsoids are drawn at the 40% probability level. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

